Strength of association ( ~log1o(p) )

21

18

15

12

Locus: 207 Probe: 3220-40_2 Target gene(s): RET

B sentinel SNP
O notinlLD
O Lbr?202
| LDrzzo.S
B Dr>08
rs2505535
W YN - o0
7] AA
A A
paoP > %
] op © A — 40
o °e voo & ant O ﬂ%
o %MMA 000 o o
7 LY
: NS L N R
— 20
) (N
7 :ﬁ‘L.'/A ‘ A )Y
,-ox.w-, ///// A8 rlgo ocgl,- Re ‘or-'«o:-‘r N a g
% \Ih(/’ vmwl :V“gy/:/) 4. rlx;‘{,\’A ’/A‘/X»Al’;'ii:"‘u_ RALY
— 0
RET ALNACT2 RASGEF1A
> CSG C > € SG
[ [ [
43.4 43.6 43.8

Chromosome 10 (Mb)

recombination rate
e transcript
o unknown effect

v
o
A

direct effect on transcript

putative effect on transcript ®  multiple effects

direct regulatory effect

< putative regulatory effect

® associated with trait

Recombination rate (cM/Mb)



