
Locus: 253    Probe: 5102−55_3    Target gene(s): MICB

28.1 28.3 28.5

Chromosome 6 (Mb)

0

3

6

9

12

15

18

21

S
tr

en
gt

h 
of

 a
ss

oc
ia

tio
n 

( −
lo

g 1
0(p

) )

0

20

40

60

R
ec

om
bi

na
tio

n 
ra

te
 (

cM
/M

b)

●

●
●

●

●

●

●●
●

●
●●●●
●●
●
●●●●
●●
●●●

●

●●●

●●

●
●
●

●

●●

●
●

●

●

●

●● ●
●

●

●

●●●●

●

●●●●●●●●
●●
●

●
●
●●

●
●●

●

●
●●●●●●●●● ●●

●●●●●●●●●
●●

●

●●

●
●●●

●

●●●●
●

●

●
●●●●

●

●

●
●●

●●

●

●

●

●
●

●

●

●●

●●
●●●●●

●
●
●●●●●●

●

●●●●●●●●

●

●
●●●●

●

●

●

●●●●●●
●

●●●

●

●
●
●●

●●
●●●

●

●
●●● ●

●

●●
●●

●

●

●

●●●
●●●●●●

●
●●●
●
●

●

●●● ●●

●●

●●●

●●

●●●●●●●●●●

●●

●●

●

●●●
●
●●

●
●
●

●●
●

●

●

● ●●
●
●●●

●

●●

●
●

●

●

●

●

●●●

●

●

●●

●
●●●
●
●

●

●

●

●
●

●

● ●●

●

●
●
●●

●

●●●●

●

●

●

●●●
●

●

●
●●
●●●●●●●●●

●●

●

●●
●●●●●●●●

●

●

●

●

●
●

●

●

●

●

●●●
●
●●
●
●
●
●●
●
●●●●●●●●
●●
●
●●●●●●●

●

●
●●

●

●●

●

●●
●●
●

●●●●

●
●●●

●

●
●●●●●
●
●●
●●●●●●

●

●
●●
●
●●●●●

●
●●●●●
●
●

●●●●●●
●●
●
●

●
●●●
●●●●

●
●●●

●●
●
●
●●●
●
●

●●●
●●
●●
●

●

●●

●
●●

●

●●●●●●●●●●●●●●
●●●●●●●
●●●●●●●●●●

●●
●
●●●●●●●●

●

●●
●
●●
●

●

●
●●●●●
●●●

●

●●
●●●
●
●●●
●
●●

●

●
●
●●●
●
●●●
●

●

●

●
●
●●●

●

●●● ●●
●●●
●

●

●●●●
●●
●
●
●
●
●
●●●
●●●
●
●●●●
●
●●

●

●
●
●
●
●●●

●●
●
●●●

●

●

●

●●

●

●●

●●
●●

●●●

●

●

●●●

●

●●

●

●

●

●

●

●
●
●

●● ● ●

●

●

●

●●

● ●

●

●

●

●

●

● ●

●
●●

●

●

●● ●

●

●

●● ● ●●

● ●●●●

●

●

●
●

●

●
● ● ● ●

●

●

● ●

●
●●

●

●

●

● ●●●●

●

●
● ● ● ●

●

●
●●

●

●

● ●●●●rs33932084rs33932084rs33932084rs33932084rs33932084rs33932084rs33932084rs33932084rs33932084

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

ZNF165

ZSCAN16

ZKSCAN8

ZSCAN9

ZKSCAN4

NKAPL

ZSCAN26

RP5−874C20.8

PGBD1 ZSCAN31

ZKSCAN3

ZSCAN12

ZSCAN23 GPX6

GPX5

sentinel SNP
not in LD
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