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Locus: 322 Probe: 4479-14 2 Target gene(s): SERPING1

EOOOHE

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

%C43A3

Ly

2

o

AMAA@(,MA L AA NN A A

TIM&lO

¢ SLC43A1 gEZLG CLP;

8@18

ClgrfBl

RP11-691N7.6

— RPALOOINTS

TMX2 CTNND1
>

P2RX3 P11-872D17.8 RTN4RL2 SMTNL1 SERPING1 YPEL4 ZDHHC5 TMX2-CTNND1
I I I
57.2 57.4 57.6
Chromosome 11 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait

Recombination rate (cM/Mb)



