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Locus: 341 Probe: 3446-7_2 Target gene(s): IL18R1

EOOOHE

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

_PNA AN DN NN - 60
A A
] A 40
° |
A
o
o
_ o AA
o
A 3 M A
— o
gy A DN A DI A fOA 20
° AA J// v/AN L rs6725806
Y AN A
--/A—/A/A\AA A... 2000 ) ‘/‘:(/AOMMIA“)AMAAAU
r/‘\‘ A"< mr"" m"‘ A‘—V'A
5L/ 5% //0/ I ol SRR AA ///Av I/Ar" :
T T i=A e 0;;‘\\ 0 T w1 YT A A
— 0
BLl gFSDQ
IL18R1 3 IL1BRAP > SLC9A4 > SLCYA2 > TMEM182 >
I I I
103 103.2 103.4
Chromosome 2 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait

Recombination rate (cM/Mb)



