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Locus: 355 Probe: 3194-36_2 Target gene(s): GP6

EOOOHE

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

EPSBé}

PTPRH

BRSKL | 0O

R23L4 KIR3D§§ ¢ NLRP7 ¢ GP6 EPPlRlZC Dl@% EPPPGRl
KIR3DL1 FCA NCR1 NLRP2 RDH13 CTD-2587H24.4 TMEN86B PBP1
> 5 s —lLRP2 8N & & &eenl
I I I
554 55.6 55.8
Chromosome 19 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait

Recombination rate (cM/Mb)



