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Locus: 356 Probe: 5242-37_3 Target gene(s): MAP2K4

EOOOHE

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

rs10127775

8

3,

GALNT2

B = °
<
D (o)
O
O <o O O
O O 6)
o B .
& <> O O ﬁ [m} A‘
) L
\3’\0 oE AN Iﬂﬁlﬁ /A- AA:@/A.
A2 - IIA A
o gﬂ_p{';’.,mc NS KIgNA T, v,“
;‘/Qs’ $0)7~//I // ""‘: lv' “a A
RN A A S O P ST UO Sy K52

5

o’ O
2>

PGBD5

230.1

I
230.3

Chromosome 1 (Mb)

o

recombination rate

e transcript

unknown effect

v
o
A

direct effect on transcript
putative effect on transcript
direct regulatory effect

<
[ ]
[ ]

putative regulatory effect
multiple effects
associated with trait

230.5

60

40

20

Recombination rate (cM/Mb)



