Strength of association ( ~log1o(p) )
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Locus: 36 Probe: 3000-66 1 Target gene(s): MBL2

B sentinel SNP
O notinLD
O D202
O D205
B D208
rs687289
— 60
[}
o
A — 40
A A A A 2 .
o
% A A Lg AOo<>
A
(o4 A o
° e
o A
WG Myby
A
o A ° O
o
[e] o 0 o D A <> |
b NN A A o5 O _. O 20
RO AT o AL ° X o AN AR
OSN3 i} TN 2\ 7\
IR (IR SR L XS Aol 280 0 RATGYS
B ONRY ALY, A 00 SO TSI ON Sod\ S AVAT 0
@ _«f‘ I ¢ SR K7L SRR N 0 _ '.;"XAx‘(A\)\"I AR 4 "”3(‘ T / .4 ) i3S
"0&(»\0,},_/{‘5‘ L _’qv"«il ORI X RERAS S . .",9.0;‘-;[20‘,’,‘.."/’"L'gj‘w». 2R i VEMFCmI T S KA G
Ne WAy il gyl Wave ) REHIE LR AR TR O IR A4 LB a. A, ;—‘_.”‘A,{—‘A.\'\((A AL eyt L /AAY ESRINA AR X288 RN RS
RF$7A
SL5F2
SL@Fl SLEZAG — 0
CEL 3 GEGTl S@zﬁ %RF4 BEXO4 CACRD1 TM@
GTFSCSa ¢ RALGDS OBEZB ¢ ABO MEDZZ ADAMTS13 3
I I I
135.9 136.1 136.3
Chromosome 9 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect

e transcript o
o unknown effect A

putative effect on transcript @
direct regulatory effect [

multiple effects
associated with trait

Recombination rate (cM/Mb)



