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Locus: 387 Probe: 3440-7_2 Target gene(s): GZMA

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

EOOOHE

m A
A

OIAVA‘A AAA\
& A'A iA

rs2853928

© AR

C%N

C6(¥15

TCR

PSORSlg PgUSFl

PSOI?lCZ

HL@—B

HLA-C MIC.

H($27 €

,\VAv
T
L //)A ‘////Ay A(A

(N
/1787t ,‘At’vA

IAA

— 60
— 40
20
MSCDl
DDX3
— 0
ATl

ATPGVl%

311 31.3

Chromosome 6 (Mb)

recombination rate v

e transcript
o unknown effect

o
A

direct effect on transcript <
putative effect on transcript @
direct regulatory effect [

putative regulatory effect
multiple effects
associated with trait

315

Recombination rate (cM/Mb)



