Strength of association ( ~log1o(p) )

14

12

10

Locus: 420 Probe: 3484-60 2 Target gene(s): AGT

B sentinel SNP
O notinlLD
O LDr?20.2
O LDr?205
“|® bP=0s8
A
| A
rs2493151
e *
7 e Agﬁ %
&
]

m&
A A
4
H A .«‘ “‘(‘ “ LY
o

R
e

«

IS
v, e /A/’)//i, N
p«,;‘v;\V:A_’ u0>

Q'l

A

K350

o A

%
LAY

S
2% SV

7

1 JIA S,

AAK2 &
L qm! ALl

[N AL
'AA'/’A‘N ,f‘:"‘m'i

N |

HE S

ARV1
COG2 GT CAPN9 Clorf198 TTC13
—_—0C__y &Sl > «SLise
I I I
230.7 230.9 231.1
Chromosome 1 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait

Recombination rate (cM/Mb)



