Strength of association ( ~log1o(p) )

81

72

63

54

45

36

27

18

Locus: 441 Probe: 4192-10 2 Target gene(s): AKR1Al

EOOOHE

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

i ///l//AAA'//// N\
////. 22

A LN rﬁ\hlllv_ Ut

%
A\'lA‘ 'A ///A' A') AA /)

R

MMA$C

CCDg.GBP

//
N i Kt
el Ao T

[e]

rs6662572
Ay it L4h4 4 » nmh..m

o0 AAO% mtﬂﬂoMﬂ L@ “/AAAAA

CC¥317

TM@69

TESK2 PEDXl AKRl& NASP > € GPBP1L1 P IPP MAST2
I I I
45.9 46.1 46.3
Chromosome 1 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait

Recombination rate (cM/Mb)



