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Locus: 71 Probe: 3833-10 2 Target gene(s): RGMA

sentinel SNP
not in LD
LDr?20.2
LDr?*20.5
LDr?*20.8

EOOOHE

DR47 gFlS

C1

TMEN678

194

KIAA1324

SARS

rs646776

CELSR2> <€

>

SORT1

PSMAS
=M

u 7 ﬁm‘/.
D/A A/ /A 7

SYP

<o
o) Y 00[
"A;A °@¢ BN T A0
-{V/Q,A/ R&

AN 'l\
m”'“ oAk " A

AM@O 1

ATXNGL2

CYB

1D1

109.6

I
109.8

Chromosome 1 (Mb)

o

recombination rate

e transcript

unknown effect

v
o
A

direct effect on transcript

<

putative effect on transcript @

direct regulatory effect

putative regulatory effect
multiple effects
associated with trait

110

60

40

20

Recombination rate (cM/Mb)



