Strength of association ( ~log1o(p) )

Locus: 76 Probe: 2768-56 2 Target gene(s): HPX

B sentinel SNP
O notinLD
g LDrzio.Z
81 - m loraos
72 — .
63 —
54 — 10801582
AM AbAg 7
4 RA A
45 A oA’ -
Ap N o A AAE
26 A s Y AAAA“ N 0
e o © ™ VAQA b 200 0A Ap s
o)
27 8 A N
A o LN e AA
Coo O I° % . 8 AL “a °, o8° - %ﬁmm
18 ] D ° o DD (] <> D [m]
O oo o %D O 0 DQD ° o % <> O O %
9 7 A o ¢° o _ o ¢ Ve D B &

e ugls JLL .
AT A &l 'A\vf...-r/\'@"@;: (5P N I 9%
Ah_ VVI2ACAY

Ny W s
iy S TSRV S L
YA I YW/

@ ; [ 3
DN T RIS

CFHSl CFHR4 > CFHg

CFH CFHR CFHR2 CFHR5 F13B ASPM ZBTB41
_CPH SEHR3, > > P . P P
I I I
196.7 196.9 197.1
Chromosome 1 (Mb)
recombination rate Vv direct effect on transcript < putative regulatory effect
e transcript o putative effect on transcript ®  multiple effects
o unknown effect A direct regulatory effect ® associated with trait
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