Locus 211 (rs2070856) SNiPAcard

Block annotations

Block info

genomic range chr20:23,731,412-23,731,412 &
block size 1bp
variant count 1 variants

Basic Features

Conservation/deleteriousness Linked genes
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Direct effect on transcript

Amino acid sequence alteration
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9 type transcript q P AA's codons prediction prediction
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e variant el el
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Direct effect on regulation

cis-eQTL
gene transcript probe tissue min(statistic) (type) source variant(s)
Tl 2 ENSG00000170373 ¢ tibial nerve 2.38x10-6 (p-value) GTEx Portal V6 Iz 1

Locus 211 (sentinel SNP rs2070856 + proxy variants in LD r2 > 0.8). SNiPA block annotation (www.snipa.org) based on 1000 Genomes Project phase 3 v5 (European population) variant set and Ensembl 82 annotations.
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